MBE Reviewer Index 
Volume 5 


MOLECULAR BIOLOGY AND EVOLUTION extends its thanks to the following reviewers whose 
appreciable and appreciated efforts were so necessary to its success. 


AVISE, J. C. 
AYALA, F. J. 


BARKER, W. 
BARKER, W. C. 
BARRETT, J. 
BEGER, F. G. 
BENNETT, D. 
BEVERLEY, S. M. 
BLAISDELL, B. E. 
BLEDSOE, A. 
BLUMER, M. G. 
Boyer, S. 
BRITTEN, R. 


CAVALIER-SMITH, T. 


CEDERGREN, R. 
CHAKRABORTY, R. 
CHAKRAVARTI, A. 
CHAO, L. 
CHARLESWORTH, B. 
CLEGG, M. 

COEN, E. 

CONDIT, R. 
CRACRAFT, J. 
CRAIG, E. A. 
CRAWFORD, I. P. 
Crow, J. 


DICKINSON, D. P. 
DOOLITTLE, F. 


DOOLITTLE, R. 


DOWLING, T. 
DYKHUIZEN, D. 


ENGELS, W. B. 
ERICKSON, R. 


Fox, G. 


GALAS, D. J. 


GILLESPIE, J. 
GOLDING, B. G. 


732 


GOODMAN, M. 


Gouy, M. 
Gray, M. 


GRIGLIATTI, T. A. 


GUNDERSON, J. 
GuTMaAN, G. 


HALL, B. G. 
HALL, J. G. 
HARDIES, S. 
HARDISON, R. 
HARTL, D. L. 
HENDLER, G. 
HIROSHI, H. 
HIXONn, J. 
HOLMQUIST, R. 


HOLSINGER, K. 
HUGHES, A. 


IKEMURA, T. 


JANNE, O. A. 
JEFFREY, A. 


JENSEN, R. 


KANE, J. F. 
KARLIN, S. 
KLOTZ, L. 
KREITMAN, M. 
KRICKER, M. 


LAKE, J. A. 
LANGLEY, C. H. 


LEWONTIN, R. 
Li, $.-L. 

Li, W.-H. 
LINGREL, J. B. 


LIPMAN, D. 


MAc INTYRE, R. 
MADEN, B. E. H. 


MILKMAN, R. 
MIYAMOTO, M. 


MIYATA, T. 
My_ers, G. 


NEI, M. 


NELSON, O. 
NICHOLS, S. 


OLSEN, G. 


PATTON, J. 
PENNY, D. 
POWELL, J. R. 
PRICE, C. W. 


REDFIELD, R. 


RILEY, M. 


SACHS, M. 

SAGE, R. 
SAITOU, N. 
SANKOFF, D. 
SCHAEFFER, S. 
Scott, A. F. 
SHARP, P. 
SLIGHTOM, J. 
SMITH, N. F. 
SMITH, T. F. 
SMOUSE, P. E. 
SOGIN, M. L. 
SPRITZ, R. 
STEINERT, P. M. 
STEPHENS, C. J. 
STONEKING, M. A. 
STROBECK, C. 
SWOFFORD, D. L. 


TAJIMA, F. 
TAKAHATA, N. 


TAVARE, S. 


WALSH, B. 
WATERMAN, M. 


Watt, W. 


WHEELER, W. C. 


| | 

i 


MBE Reviewer Index 
Volume 5 


MOLECULAR BIOLOGY AND EVOLUTION extends its thanks to the following reviewers whose 
appreciable and appreciated efforts were so necessary to its success. 


AVISE, J. C. 
AYALA, F. J. 


BARKER, W. 
BARKER, W. C. 
BARRETT, J. 
BEGER, F. G. 
BENNETT, D. 
BEVERLEY, S. M. 
BLAISDELL, B. E. 
BLEDSOE, A. 
BLUMER, M. G. 
Boyer, S. 
BRITTEN, R. 


CAVALIER-SMITH, T. 


CEDERGREN, R. 
CHAKRABORTY, R. 
CHAKRAVARTI, A. 
CHAO, L. 
CHARLESWORTH, B. 
CLEGG, M. 

COEN, E. 

CONDIT, R. 
CRACRAFT, J. 
CRAIG, E. A. 
CRAWFORD, I. P. 
Crow, J. 


DICKINSON, D. P. 
DOOLITTLE, F. 


DOOLITTLE, R. 


DOWLING, T. 
DYKHUIZEN, D. 


ENGELS, W. B. 
ERICKSON, R. 


Fox, G. 


GALAS, D. J. 


GILLESPIE, J. 
GOLDING, B. G. 


732 


GOODMAN, M. 


Gouy, M. 
Gray, M. 


GRIGLIATTI, T. A. 


GUNDERSON, J. 
GuTMaAN, G. 


HALL, B. G. 
HALL, J. G. 
HARDIES, S. 
HARDISON, R. 
HARTL, D. L. 
HENDLER, G. 
HIROSHI, H. 
HIXONn, J. 
HOLMQUIST, R. 


HOLSINGER, K. 
HUGHES, A. 


IKEMURA, T. 


JANNE, O. A. 
JEFFREY, A. 


JENSEN, R. 


KANE, J. F. 
KARLIN, S. 
KLOTZ, L. 
KREITMAN, M. 
KRICKER, M. 


LAKE, J. A. 
LANGLEY, C. H. 


LEWONTIN, R. 
Li, $.-L. 

Li, W.-H. 
LINGREL, J. B. 


LIPMAN, D. 


MAc INTYRE, R. 
MADEN, B. E. H. 


MILKMAN, R. 
MIYAMOTO, M. 


MIYATA, T. 
My_ers, G. 


NEI, M. 


NELSON, O. 
NICHOLS, S. 


OLSEN, G. 


PATTON, J. 
PENNY, D. 
POWELL, J. R. 
PRICE, C. W. 


REDFIELD, R. 


RILEY, M. 


SACHS, M. 

SAGE, R. 
SAITOU, N. 
SANKOFF, D. 
SCHAEFFER, S. 
Scott, A. F. 
SHARP, P. 
SLIGHTOM, J. 
SMITH, N. F. 
SMITH, T. F. 
SMOUSE, P. E. 
SOGIN, M. L. 
SPRITZ, R. 
STEINERT, P. M. 
STEPHENS, C. J. 
STONEKING, M. A. 
STROBECK, C. 
SWOFFORD, D. L. 


TAJIMA, F. 
TAKAHATA, N. 


TAVARE, S. 


WALSH, B. 
WATERMAN, M. 


Watt, W. 


WHEELER, W. C. 


| | 

i 


MBE Author-Subject Index 
Volume 5 


(B) = Book Review; (L) = Letter to the Editor 


ABUKASHAWA, SUMAIA, 560 

AGUADE, MONTSERRAT, 433 

AHMAD, SUHAIL, 282 

AIDS: epidemiology, 313; viruses, 237, 
313, 645 

alcohol dehydrogenase gene, 154, 415 

allozymes, 41 

alpha-amylase, 560 

Alu family of repeats, 1 

amino acid(s): aromatic, 282; replacement, 
469 

amoeba, 512 

androgens, 442 

anthranilate synthase, 531 

antirunniness, 141 

ANXOLABFHERE, D., 252 

‘ AQUADRO, CHARLES F., 30 

ARNOLD, JONATHAN, 331 

Artibeus, 79 

AVISE, JOHN C., 331 

AYALA, FRANCISCO J., 717 


bacteria, enteric, 282 

BALL, R. MARTIN, 331 
BARRIO, ELADIO, 717 
BARTON, NICHOLAS H., 660 
base composition, 704 

bats, 79 

BECKMANN, JACQUI S., 120 
BENKEL, BERNHARD F., 560 
BERGER, FRANKLIN G., 442 
bgl deletion, 456 

BISHOP, JOHN G. IIT, 415 
BLISKA, JIM, | 
BLUMENBERG, MIROSLAV, 97 
BONHOMME, FRANCOIS, 120 
BOURSOT, PIERRE, 120 
branching order, 201 
BUTLER, SANDRA J., 500 


CaMI, BRIGITTE, 549 
Caribbean, 79 

cellobiose, 456 
CHANDLER, VICKI L., 519 
chemostats, 469, 691 
CHENG, JAN-FANG, 486 


CHO, WANG SU, 63 


Cuol, 1-Y., 97 

cholinesterase, 113 

CHUNG, LYINN, 237 

cladistic analysis, 345 

CLARK, ANDREW, 109 (B) 

CLARK, C. GRAHAM, 512 

codon(s): nonsense, 469; synonymous 
usage, 704; usage, 192 

coevolution, molecular, 377, 393 

COHN, VIVIAN H., 154 

complexity, 201 

congruence, 603 

convergence, 603 

COULTHART, MICHAEL B., 167, 182 

Cross, GEORGE A. M., 512 

cryptic simplicity, 366, 377 

CUDDIHY, AGNES, 500 


DALLAS, JOHN F., 660 

DAVID, JEAN, 569 

DEAN, ANTONY M., 469 

decarboxylase: 549; DAP, 549 

dehydrogenase, 6-phosphogluconate, 691 

DELARBRE, CHRISTIANE, 120 

demography, historical, 331 

distance matrix methods, 201, 298 

divergence times, 345 

DNA: evolution in primates, 1; 
mitochondrial, 63, 79, 201, 270, 331, 
601; nuclear, 201; sequencing, 154 

DOVER, GABRIEL A., 366, 377, 393, 660 

Drosophila: evolution, 154; melanogaster 
41, 252, 366, 393, 415, 560, 704 

duplication, 531 


DYKHUIZEN, DANIEL E., 469, 691 


Echinoidea, 345 

EICKBUSH, THOMAS H., 675 

electrophoresis, two-dimensional gel, 167, 
182 

ELLIOT, BETH, 79 

enzyme kinetics, 41 

Escherichia coli, 456, 469, 691 

esterase(s), 113; esterase-6, 41 

estimation model, 313 

eukaryote phylogeny, 512 


evolution(ary): concerted, 560; directed, 


a 
3 
a 
i 
; 
ay 
= 733 
ae 


734 Volume Index 


691; genome 645; molecular, 30, 252, 
331, 433, 626; rate, 210, 345, 415, 717; 
relationships, 313, 134, 201, 500, 519, 
549 

exons, 141 


FITCH, WALTER M., 500 
fitness, 469 

fossil record, 345 
FREEDBERG, I. M., 97 


functional constraint, 167 


GACHELIN, GABRIEL, 120 

B-galactosidase, 469 

GARNER, KAREN J., 134 

GAUTIER, CHRISTIAN, 192 (L) 

gene(s) duplication(s), 134, 486, 560; 
evolution, 21; expression, 442; globin, 


21, 134, 486; organization, 154; primate 


21; single-copy, 500; tree, 568 


genetic: distances, 415; polymorphism, 568, 


717; population, 30 
genome evolution, 645 
GENOWAYS, HUGH H., 79 
geographical distribution, 252 
GIEBEL, LUTZ B., 21 
6-globin gene cluster, | 
8-glucosides, 456 


GOJOBORI, TAKASHI, 237, 270, 601, 626 
GOLDIN, EVERETT Z., 79 
GONCHAROFF, PAUL, 531 

GOODMAN, Morris, 201, 217 

GOTOH, OSAMU, 63 

GRANTHAM, RICHARD, 141 
grasshopper, 660 


HALL, BARRY, 456 

HANCOCK, JOHN M., 366, 377, 393 
HANSEN, NORMAN, 500 
HARDISON, Ross C., 486 

HARTL, DANIEL L., 469, 691 
HAYASAKA, KENII, 270, 601, 626 
hemoglobin A2, 21 
heterozygosity, 167 

HICKEY, DONAL A., 560 
HIGGINS, DESMOND G., 704 
HOLMOUIST, RICHARD, 20), 217 
homology, 603; protein 182 
HONEYCUTT, RODNEY L., 90 
HORAI, SATOSHI, 270, 601, 626 


Hunt, JOHN A., 415 


hybrid zone, 660 
hydrolases, serine 113 


Ig: class A, E, G, and M, 141; switch 
sequences, 141 

insertion/deletion, 30 

intergenic: DNA, 1; spacer variation, 660 

introns, 141; mitochondrial, 675 

ISS, 691 


JENSEN, Roy A., 282 
JOUVIN-MARCHE, EVELYNE, 500 


KASHI, YECHEZKEL, 120 
KEPPLER, KARL J., 729 (L) 
keratin, 97 


KIDWELL, MARGARET G., 252 


KOURILSKY, PHILIPPE, 120 


LANGLEY, CHARLES H., 30 
LATORRE, AMPARO, 717 
lentiviruses, 237 

Li, WEN-HSIUNG, 313 
LINGREL, JERRY B., 134 
long terminal repeat, 675 


LYNCH, MICHAEL, 584 
lysine, 549 


macaques, 270, 601 

MAEDA, NOBUYO, 1 

maize, 517 

MANE, SURESH D., 41 

Markov models, 201 

MARTIN, CHRISTINE, 549 

MATSUNAGA, EI, 270, 601 

MATSUSHIMA, YOSHIBUMI, 63 

method: maximum likelihood, 201; 
maximum parsimony, 298; neighbor- 
joining, 298 

microconversion, 377 


MILLER, RAYMOND D., 691 


mitochondrial DNA, 63, 79, 201, 270, 331, 


601, 626 
MIYAMOTO, MICHAEL M., 201, 217 
MIYOSHITA, NOBUMOTO, 63 
mobile elements, 252 
molecular clock, 704 
molecular drive, 393 
monkeys, new-world, 21 
Moore, GORDON P., 154 


MORIWAKI, KAZUO, 63 
Moucniroup, DOMINIQUE, 192 (L) 


— 
| 
| 7 
) 
734 


Moya, ANDRES, 717 
mRNA processing, 97 
mutation, compensatory, 393 


Myers, M., 113 
Naegleria gruberi, 512 


natural isolates, 456 

NEI, MASATOSHI, 298, 568 
neighbor-joining method, 298, 729 (L) 
New-world monkeys, 21 

NICHOLS, BRIAN P., 531 

nonsense codons, 469 

Nozawa, KEN, 270, 601 

nuclear DNA, 201 


nucleotide diversity, 270, 601 


OAKESHOTT, J. G., 113 
oncoviruses, 237 

operator metrics, 201 
ornithine decarboxylase, 549 


p-aminobenzoate synthase, 531 

paired sequence difference, 90 

parallelism, 603 

parsimony, maximum, 201, 298 

PARSOT, CLAUDE, 549 

PATTE, JEAN-CLAUDE, 549 

PATTERSON, COLIN, 603 

PAYANT, VERONIQUE, 560 

PEKKA, PAMILO, 568 

PERIQUET, G., 252 

PERRIN, PASCALE, 141 

PHILLIPS, CARLETON J., 79 

phylogenetic: invariants, 201; tree, 1, 568, 
729 (L) 

phylogeny: 276, 282, 345, 498, 601; 
eukaryote, 512; molecular, 237; 
reconstruction, 90, 626, 717 

polymorphism, 486; protein, 167 

population: effective size, 331; genetics, 30 

primate(s): 201, 626; genes, 21; 
mitochondrial DNA, 626 

protein: expression, 182; homology, 182; 
marker, 120; polymorphism, 167 

pseudogene, 97 

Pseudomonas, 549 

PUMO, DOROTHY E., 79 

pyridoxal phosphate, 549 


rabbits, 486 


rate retardation, 626 


TDNA sequences, 346, 377 


Volume Index 735 


recombination, 141, 313, 456 

RENEKE, JOHANNA, | 

restriction: enzyme analysis, 270, 601; site 
haplotype, 63 

retrovirus, 645, 675 

reverse transcriptase, 675 

ribosomal DNA, 660 

ribosomal RNA genes, 90 

RICHMOND, ROLLIN C., 41, 113 

Robertson’s mutator, 519 

rp49, 433 

TRNA: 18S, 512; genes, 90; 18S secondary 
structure, 393; 28S expansion segments, 
377; 28S secondary structure, 393 

RUDIKOFF, STUART, 500 

runs, 141 


SASSEVILLE, MARTIN, 560 

SAVTCHENKO, E. S., 97 

SCHAEFFER, STEPHEN W., 30 

SCHONFELD, CHARLOTTEE, 442 

secondary structure, 90 

sequence(s): comparison, 433; molecular 
603; rDNA, 366, 377 

serine hydrolases, 113 

SHARP, PAUL M., 313, 704 

sheep, 134 

SHI, LIMING, 63 

SHIELDS, DENIS C., 704 

SHOTAKE, TAKAYOSHI, 270, 601 

SING™, RAMA S., 167, 182 

slippage, 366 

SMITH, ANDREW B., 345 

SOURDIS, JOHN, 298 

species tree, 568 

SPRITZ, RICHARD A., 21 

sterility, hybrid male, 182 

STRAGIER, PATRICK, 549 

structure, secondary, 90 

STUDIER, JAMES A., 729 (L) 

substitution: rate(s), 1, 21, 313; pattern of 
nucleotide, 1 

synonymous codon usage, 704 

systematics 603 


t-chromatin, 120 
t-haplotype, 120 
TAGASHIRA, YUSAKU, 63 
TALBERT, LUTHER E., 519 
TANIUMURA, MASAKO, 313 
TAUTZ, CHRISTIANE, 366 


TAUTZ, DIETHARD, 366, 393 


x 
t 
q 
t2 
[ 
; 

‘ 

t 


736 Volume Index 


TRACEY, MARTIN, Jr., 197 (B) 
transition differences, 192 


translocation, )4) 
transposable element, 517, 675 


tree: gene, 563: species, 568 
TSENG-CRANK, JULIE, 442 


two-dimensiona) ge) electrophoresis, )67, 
182 


tyrosine biosynthesis, 282 
variation, hidden, 167 


Wears, DAVID A., 366 


WHEELER, WARD C., 90 


WHITE, MATTHEW M,, 41 


WHITT, GREGORY S., 195 (B) 


wild mouse, subspecies, 63, 442, 500 


WRIGHT, FRANK, 704 
Wu, CHUNG-I, 1 


XIONG, YUE, 675 
Kinked comples loons, 30 


YEH, PATRICE, 549 


YOKOYAMA, SHOZO, 237, 645 
YONEKAWA, HIROMICHI, 63 


ZHEN, XIAO-LAN, 63 
zoogeography, 719 


j 
2 
136 


RES 
4 
>» 
4 
by 
lpi 
rt 
; 


